
SEQUENCE LISTING 



<110> Wei, Dong 

Halenbeck, Robert 
Williams, Lewis T. 

<120> NOVEL PROTEIN ASSOCIATED WITH CELL 
STRESS RESPONSE 

<130> 200130.471/1561.003 

<140> 09/544,776 
<141> 2000-04-07 

<160> 11 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 2240 
<212> DNA 

<213> Homo sapiens 



<400> 1 

cgtcaccaca 

ccacaaccgc 

atctccaccc 

gcccaccccg 

aggaagaaga 

tggagaggaa 

gcgcgcccct 

cggccgctcc 

cgaccgtgcc 

aggacgacga 

cagagcccgt 

cgcccaagcg 

ttaagaagac 

tcagcattgt 

ttaggatata 

gggcatatct 

ctgctcttgg 

atttagttga 

tgtttaatgg 

tttatgaacg 

aagatgctat 

aacgcccaaa 

gggagggtca 

atctttattt 

ttcatcatct 

tcctatctga 

ttgccgcatc 

tttcagtttg 

gtttgtttag 



gtaggtccct 
ccgcggctct 
tccagccatg 
gccgcagccc 
ggaggaggaa 
gcccgccgcc 
gatggacttc 
ccccgtcgcc 
cgcgccatcc 
gcctccggcc 
gtggaccccg 
caggggctcc 
tggagtggtg 
gagcgtaaca 
caagggtgtg 
ggaatctgaa 
tcatgtgaac 
ttctctgaag 
tctgacacta 
gcatcaggca 
ggctaaaatc 
ataattagta 
gggaagaacg 
ttagccatgc 
taagtattgt 
ggcactggtg 
ttggcaagtt 
tgcactgtgt 
acgagatcat 



cggctcagtc 
gagacgcggc 
gaagacctgg 
gcgttcaagt 
gaggaggacg 
gggctgtccg 
ggaaatgact 
ccggagcggc 
ccgctgtctg 
cggcctcccc 
ccagccccgg 
tcgggctcag 
tttggtgcca 
gcctacattg 
atccaagcta 
gttgctatat 
tgcacgataa 
tttgcagtgt 
ctgattttgg 
cagatagatc 
caagcaaaaa 
ggagttcatc 
aaccttgacg 
actgttgtga 
aagctgctat 
gaataaaaaa 
gcagagatgg 
atggtccgtg 
accggtaaag 



ggcccagccc 
cccggcggcg 
accagtctcc 
accagttcgt 
aggacgaaga 
cggccccagt 
tcgtgccgcc 
agccgtcttg 
ctgccgcagt 
ctcctccccc 
ctcccgccgc 
tggttgttga 
gcctattcct 
ccttggccct 
tccagaaatc 
ctgaggagtt 
aggaactcag 
tgatgtgggt 
ctctcatttc 
attatctagg 
tccctggatt 
tttaaagggg 
ttgcagtgca 
ggaaaaatta 
gtatggattt 
cctgtatatt 
tggagctaga 
tagattgatg 
caggaatgac 



ctctcagtcc 
gcggcagcag 
tctggtctcg 
gagggagccc 
cctggaggag 
gcccaccgcc 
ggcgccccgg 
ggacccgagc 
ctcgccctcc 
ggccagcgtg 
gcccccctcc 
cctcctgtac 
gctgctttca 
gctctctgtg 
agatgaaggc 
ggttcagaag 
gcgcctcttc 
atttacctat 
actcttcagt 
acttgcaaat 
gaagcgcaaa 
atattcattt 
gtttcacaga 
cctgtcttga 
aaaccgtaat 
ttactttgtt 
aaaaaaaaaa 
cagattttct 
aaagcttgct 



tccccaaccc 
ctgcagcatc 
tcctcggaca 
gaggacgagg 
ctggaggtgc 
cctgccgccg 
ggacccctgc 
ccggtgtcgt 
aagctccctg 
agcccccagg 
accccggccg 
tggagagaca 
ttgacagtat 
accatcagct 
cacccattca 
tacagtaatt 
ttagttgatg 
gttggtgcct 
gttcctgtta 
aagaatgtta 
gctgaatgaa 
gattatacgg 
tcgttgttag 
ctgccatgtg 
catatctttt 
gcagatagtc 
aaaaagccct 
gaaatgaaat 
tttctggtat 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 



2 



gttctaggtg 
tatatatgta 
tgatatttca 
gaagaaatat 
actccaacaa 
atggactgaa 
gcaagaaatt 
ctaaatctgt 
taaaaaaaaa 



tattgtgact 
tagtgtttca 
gagtcagtca 
ttctaggagc 
catcaatttc 
tctaatgctt 
attaattaca 
ggaatgcatt 
aaaaaaaaaa 



tttactgtta 
caaagcttag 
ttggttatac 
actaccatct 
attgcacaga 
ccaaaaatgt 
aaatgaagat 
gtgaactgta 



tattaattgc 
acctttacct 
atgtgtagtt 
gttttcaaca 
ctgactgtag 
tgtttgtttg 
ttataccatt 
aaagcaaagt 



caatataagt 
tccagccacc 
ccaaagcaca 
tgaaatgcca 
ttaattttgt 
caaatatcaa 
gtggtttaag 
atcaataaag 



aaatatagat 
ccacagtgct 
taagctagaa 
cacacataga 
cacagaatct 
acattgttat 
ctgtactgaa 
cttatagact 



1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2240 



<210> 2 

<211> 373 

<212> PRT 

<213> Homo sapien 



<400> 2 



Met 


Glu 


Asp 


Leu 


Asp 


Gin 


Ser 


Pro 


Leu 


Val 


Ser 


Ser 


Ser 


Asp 


Ser 


Pro 


1 








5 










10 










15 




Pro 


Arg 


Pro 


Gin 


Pro 


Ala 


Phe 


Lys 


T vr 


Gin 


Phe 


Val 


Arg 


Glu 


Pro 


Glu 








20 










25 










30 






Asp 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Asp 


Glu 


Asp 


Glu 


Asp 






35 










40 










45 








Leu 


Glu 


Glu 


Leu 


Glu 


Val 


Leu 


Glu 


Arg 


Lys 


Pro 


Ala 


Ala 


Glv 


Leu 


Ser 




50 










55 










60 










Ala 


Ala 


Pro 


Val 


Pro 


Thr 


Ala 


Pro 


Ala 


Ala 


Gly 


Ala 


Pro 


Leu 


Met 


Asp 


65 










70 










75 










80 


Phe 


Glv 


Asn 


Asp 


Phe 


Val 


Pro 


Pro 


Ala 


Pro 


Arg 


Gly 


Phe 


Leu 


Pro 


Ala 










85 










90 










95 




Ala 


Pro 


Pro 


v a J- 




Pro 

ST 1. \J 




R r* rr 


m n 


Pro 




T rn 




Pro 


Ser 


Pro 








100 










105 










110 






Val 


Ser 


Ser 


Thr 


Val 


Pro 


Ala 


Pro 


Ser 


Phe 


Leu 


Ser 


Ala 


Ala 


Ala 


Val 






115 










120 










125 








Ser 


Pro 


Ser 


Lys 


Leu 


Pro 


Glu 


Asp 


Asp 


Glu 


Pro 


Pro 


Ala 


Arg 


Pro 


Pro 




130 










135 










140 










Pro 


Pro 


Pro 


Pro 


Ala 


Ser 


Val 


Ser 


Pro 


Gin 


Ala 


Glu 


Pro 


Val 


Trp 


Thr 


145 










150 










155 










160 


Pro 


Pro 


Ala 


Pro 


Ala 


Pro 


Ala 


Ala 


Pro 


Pro 


Ser 


Thr 


Pro 


Ala 


Ala 


Pro 










165 










170 










175 




Lys 


Arg 


Arg 


Gly 


Ser 


Ser 


Gly 


Ser 


Val 


Val 


Val 


Asp 


Leu 


Leu 


Tyr 


Trp 








180 










185 










190 






Arg 


Asp 


He 


Lys 


Lys 


Thr 


Gly 


Val 


Val 


Phe 


Gly 


Ala 


Ser 


Leu 


Phe 


Leu 






195 










200 










205 








Leu 


Leu 


Ser 


Leu 


Thr 


Val 


Phe 


Ser 


He 


Val 


Ser 


Val 


Thr 


Ala 


Tyr 


He 




210 










215 










220 










Ala 


Leu 


Ala 


Leu 


Leu 


Ser 


Val 


Thr 


lie 


Ser 


Pro 


Arg 


He 


Tyr 


Lys 


Gly 


225 










230 










235 










240 


Val 


He 


Gin 


Ala 


He 


Gin 


Lys 


Ser 


Asp 


Glu 


Gly 


His 


Pro 


Phe 


Arg 


Ala 










245 










250 










255 




Tyr 


Leu 


Glu 


Ser 


Glu 


Val 


Ala 


He 


Ser 


Glu 


Glu 


Leu 


Val 


Gin 


Lys 


Tyr 








260 










265 










270 






Ser 


Asn 


Ser 


Ala 


Leu 


Gly 


His 


Val 


Asn 


Cys 


Thr 


He 


Lys 


Glu 


Leu 


Arg 






275 










280 










285 








Arg 


Leu 


Phe 


Leu 


Val 


Asp 


Asp 


Leu 


Val 


Asp 


Ser 


Leu 


Lys 


Phe 


Ala 


Val 




290 










295 










300 











Leu 


Met 


Trp 


Val 


Phe 


Thr 


Tyr 


Val 


Gly Ala 


Leu 


Phe Asn 


Gly 


Leu 


Thr 


305 










310 








315 








320 


Leu 


Leu 


He 


Leu 


Ala 


Leu 


He 


Ser 


Leu Phe 


Ser 


Val Pro 


Val 


He 


Tvr 










325 








330 








335 




Glu 


Arg 


His 


Gin 


Ala 


Gin 


He 


Asp 


His Tyr 


Leu 


Gly Leu 


Ala 


Asn 


Lys 








340 










345 






350 






Asn 


Val 


Lys 


Asp 


Ala 


Met 


Ala 


Lys 


He Gin 


Ala 


Lys lie 


Pro 


Gly 


Leu 






355 










360 






365 








Lys 


Arg 


Lys 


Ala 


Glu 






















370 


























<210> 3 



























<211> 25 
<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Antisense oligonucleotide 
<400> 3 

cuggauagcu uggaucacac ccuug 

<210> 4 
<211> 25 
<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Antisense oligonucleotide 
<400> 4 

caacuucagg auuccagaua ugccc 

<210> 5 
<211> 24 
<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Antisense oligonucleotide 
<400> 5 

auuccaccag ugccucagau agga 

<210> 6 
<211> 24 
<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Antisense oligonucleotide 
<400> 6 

augaucuauc ugugccugau gccg 




<210> 7 
<211> 356 
<212> PRT 

<213> Homo sapiens 



<400> 7 



Met 


Ala 


Ala 


Glu 


Asp 


Ala 


Leu 


Pro 


Ser 


Gly 


Tyr 


Val 


Ser 


Phe 


Gly 


His 


1 








5 










10 










15 




Val 


Glv 


Gly 


Pro 


Pro 


Pro 


Ser 


Pro 


Ala 


Ser 


Pro 


Ser 


He 


Gin 


Tyr 


Ser 








20 










25 










30 






He 


Leu 


Arg 


Glu 


Glu 


Ara 


Glu 


Ala 


Glu 


Leu 


Asp 


Ser 


Glu 


Leu 


He 


He 






35 










40 










45 








Glu 


Ser 


Cys 


Asp 


Ala 


Ser 


Ser 


Ala 


Ser 


Glu 


Glu 


Ser 


Pro 


Lys 


Arg 


Glu 




50 










55 










60 










Gin 


Asp 


Ser 


Pro 


Pro 


Met 


Lys 


Pro 


Ser 


Ala 


Leu 


Asp 


Ala 


lie 


Arq 


Glu 


65 










70 










75 










80 


Glu 


Thr 


Glv 


Val 


Arg 


Ala 


Glu 


Glu 


Arg 


Ala 


Pro 


Ser 


Arg 


Arg 


Glv 


Leu 










85 










90 










95 




Ala 


Glu 


Pro 


Glv 


Ser 


Phe 


Leu 


Asp 


Tvr 


Pro 


Ser 


Thr 


Glu 


Pro 


Gin 


Pro 








100 










105 










110 






Gly 


Pro 


Glu 


Leu 


Pro 


Pro 


Gly Asp 


Glv 


Ala 


Leu 


Glu 


Pro 


Glu 


Thr 


Pro 






115 










120 










125 








Met 


Leu 


Pro 


Arg 


Lys 


Pro 


Glu 


Glu 


Asp 


Ser 


Ser 


Ser 


Asn 


Gin 


Ser 


Pro 




130 










135 










140 










Ala 


Ala 


Thr 


Lys 


Glv 


Pro 


Gly 


Pro 


Leu 


Glv 


Pro 


Gly 


Ala 


Pro 


Pro 


Pro 


145 










150 










155 










160 


Leu 


Leu 


Phe 


Leu 


Asn 


Lys 


Gin 


Lys 


Ala 


He 


Asp 


Leu 


Leu 


Tyr 


Trp 


Arg 










165 










170 










175 




Asp 


He 


Lys 


Gin 


Thr 


Glv 


He 


Val 


Phe 


Glv 


Ser 


Phe 


Leu 


Leu 


Leu 


Leu 








180 










185 










190 






Phe 


Ser 


Leu 


Thr 


Gin 


Phe 


Ser 


Val 


Val 


Ser 


Val 


Val 


Ala 


Tyr 


Leu 


Ala 






195 










200 










205 








Leu 


Ala 


Ala 


Leu 


Ser 


Ala 


Thr 


He 


Ser 


Phe 


Arg 


He 


Tyr 


Lys 


Ser 


Val 




210 










215 










220 










Leu 


Gin 


Ala 


Val 


Gin 


Lys 


Thr 


Asp 


Glu 


Gly 


His 


Pro 


Phe 


Lys 


Ala 


Tyr 


225 










230 










235 










240 


Leu 


Glu 


Leu 


Glu 


He 


Thr 


Leu 


Ser 


Gin 


Glu 


Gin 


He 


Gin 


Lys 


Tyr 


Thr 










245 










250 










255 




Asp 


Cys 


Leu 


Gin 


Phe 


Tyr 


Val 


Asn 


Ser 


Thr 


Leu 


Lys 


Glu 


Leu 


Arg 


Arg 








260 










265 










270 






Leu 


Phe 


Leu 


Val 


Gin 


Asp 


Leu 


Val 


Asp 


Ser 


Leu 


Lys 


Phe 


Ala 


Val 


Leu 






275 










280 










285 








Met 


Trp 


Leu 


Leu 


Thr 


Tyr 


Val 


Gly Ala 


Leu 


Phe 


Asn 


Gly 


Leu 


Thr 


Leu 




290 










295 










300 










Leu 


Leu 


Met 


Ala 


Val 


Val 


Ser 


Met 


Phe 


Thr 


Leu 


Pro 


Val 


Val 


Tyr 


Val 


305 










310 










315 










320 


Lys 


His 


Gin 


Ala 


Gin 


He 


Asp 


Gin 


Tyr 


Leu 


Gly 


Leu 


Val 


Arg 


Thr 


His 










325 










330 










335 




He 


Asn 


Ala 


Val 


Val 


Ala 


Lys 


He 


Gin 


Ala 


Lys 


He 


Pro 


Gly 


Ala 


Lys 








340 










345 










350 






Arg 


His 


Ala 


Glu 



























355 



<210> 8 
<211> 371 
<212> PRT 

<213> Homo sapiens 



<400> 8 

Met Glu Asp Leu 
1 

Pro Arg Pro Gin 
20 

Asp Glu Glu Glu 
35 

Leu Glu Glu Leu 
50 

Ala Ala Pro Val 
65 

Phe Gly Asn Asp 

Ala Pro Pro Val 
100 

Val Ser Ser Thr 
115 

Ser Pro Ser Lys 
130 

Pro Pro Pro Pro 
145 

Pro Pro Ala Pro 

Lys Arg Arg Gly 
180 

Arg Asp lie Lys 
195 

Leu Leu Ser Leu 
210 

Ala Leu Ala Leu 
225 

Val He Gin Ala 

Tyr Leu Glu Ser 
260 

Ser Asn Ser Ala 
275 

Arg Leu Phe Leu 
290 

Leu Met Trp Val 
305 

Leu Leu He Leu 

Glu Arg His Gin 
340 

Asn Val Lys Asp 
355 

Lys Arg Lys 
370 



Asp Gin Ser Pro 
5 

Pro Ala Phe Lys 

Glu Glu Glu Glu 
40 

Glu Val Leu Glu 
55 

Pro Thr Ala Pro 
70 

Phe Val Pro Pro 
85 

Ala Pro Glu Arg 

Val Pro Ala Pro 
120 

Leu Pro Glu Asp 
135 

Ala Ser Val Ser 
150 

Ala Pro Ala Ala 
165 

Ser Ser Gly Ser 

Lys Thr Gly Val 
200 

Thr Val Phe Ser 
215 

Leu Ser Val Thr 
230 

He Gin Lys Ser 
245 

Glu Val Ala He 

Leu Gly His Val 
280 

Val Asp Asp Leu 
295 

Phe Thr Tyr Val 
310 

Ala Leu He Ser 
325 

Ala Gin He Asp 

Ala Met Ala Lys 
360 



Leu 


Val 


Ser 


Ser 




10 






Tur 


Gin 


Phe 


Val 










ftl n 

U1U 


Glu 


Glu 


Asp 


Arg 


Lys 


Pro 


Ala 








60 


Ala 


Ala 


Gly 


Ala 






75 




Ala 


Pro 


Arg 


Gly 




90 






Gin 


Pro 


Ser 


Trn 
1 J -t J 


105 








Ser 


Pro 


Leu 


Ser 


Asp 


Glu 


Pro 


Pro 








140 


Pro 


Gin 


Ala 


Glu 






155 




Pro 


Pro 


Ser 


Thr 




170 






Val 


Val 


Val 


Asp 


185 








Val 


Phe 


Gly 


Ala 


He 


Val 


Ser 


Val 








220 


He 


Ser 


Phe 


Arg 






235 




Asp 


Glu 


Gly 


His 




250 






Ser 


Glu 


Glu 


Leu 


265 








Asn 


Cys 


Thr 


He 


Val 


Asp 


Ser 


Leu 








300 


Gly Ala 


Leu 


Phe 






315 




Leu 


Phe 


Ser 


Val 




330 






His 


Tyr 


Leu 


Gly 


345 








lie 


Gin 


Ala 


Lys 



Ser Asp Ser Pro 
15 

Arg Glu Pro Glu 
30 

Glu Asp Glu Asp 
45 

Ala Gly Leu Ser 

Pro Leu Met Asp 
80 

Pro Leu Pro Ala 
95 

Asp Pro Ser Pro 
110 

Ala Ala Ala Val 
125 

Ala Arg Pro Pro 

Pro Val Trp Thr 
160 

Pro Ala Ala Pro 
175 

Leu Leu Tyr Trp 
190 

Ser Leu Phe Leu 
205 

Thr Ala Tyr He 

lie Tyr Lys Gly 
240 

Pro Phe Arg Ala 
255 

Val Gin Lys Tyr 
270 

Lys Glu Leu Arg 
285 

Lys Phe Ala Val 

Asn Gly Leu Thr 
320 

Pro Val He Tyr 
335 

Leu Ala Asn Lys 
350 

He Pro Gly Leu 
365 



6 



<210> 9 
<211> 205 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Leu Leu Thr Val Leu Ser Leu Leu Pro Phe lie Leu lie Met Met Thr 

15 10 15 

Ser Phe Leu Lys lie Ser lie Val Leu Ser Leu Leu Arg Asn Ala Leu 

20 25 30 

Gly Val Gin Gin Val Pro Pro Asn Met Val Leu Tyr Gly Leu Ala Leu 

35 40 45 

Phe Leu Thr Leu Phe Val Met Ala Pro Val Phe Glu Glu He Tyr Asp 

50 55 60 

Arg Ala His Gin Pro Leu Leu Asp Ala Leu Ser Asn He He Ser Leu 
65 70 75 80 

Gin Glu Ala Leu Asp Lys Gly Leu Glu Pro Leu Arg Glu Phe Met Leu 

85 90 95 

Lys His Thr Asp Glu Lys His Glu Leu Ala Leu Phe Met Arg Ser Ala 

100 105 110 

Arg Glu Glu Arg Leu Trp Pro Lys Glu Met Lys Ala Ala Thr Leu Glu 

115 120 125 

Lys Asp Asp Leu Leu Val Leu He Pro Ala Phe Val Leu Ser Glu Leu 

130 135 140 

Lys Arg Ala Phe Glu He Gly Phe Leu He Tyr Leu Pro Phe He Val 
145 150 155 160 

He Asp Leu Val Val Ala Ser He Leu Met Ala Met Gly Met Met Met 

165 170 175 

Val Pro Pro Val Thr lie Ser Leu Pro Phe Lys Leu Leu Leu Phe Val 

180 185 190 

Leu Val Asp Gly Trp Thr Leu Leu Leu Gly Gly Leu Val 
195 200 205 

<210> 10 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Leu Phe Leu Leu Leu Ser Leu Thr Val Phe Ser He Val Ser Val Thr 

15 10 15 

Ala Tyr He Ala Leu Ala Leu Leu Ser Val Thr He Ser Phe Arg He 

20 25 30 

Tyr Lys Gly Val He Gin Ala He Gin Lys Ser Asp Glu Gly His Pro 

35 40 45 

Phe Arg Ala Tyr Leu Glu Ser Glu Val Ala He Ser Glu Glu Leu Val 

50 55 60 

Gin Lys Tyr Ser Asn Ser Ala Leu Gly His Val Asn Cys Thr He Lys 
65 70 75 80 

Glu Leu Arg Arg Leu Phe Leu Val Asp Asp Leu Val Asp Ser Leu Lys 

85 90 95 

Phe Ala Val Leu Met Trp Val Phe Thr Tyr Val Gly Ala Leu Phe Asn 
100 105 110 




Gly Leu Thr Leu Leu lie Leu Ala Leu lie 
115 120 



<210> 11 
<211> 5 
<212> PRT 

<213> Homo sapiens 



<400> 11 

Lys Arg Tyr Ala Glu 
1 5 



